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Little is known about the prevalence of gastric and enterohepatic Helicobacter (H.) species in 
endangered wild primates. Fresh faecal samples from 68 chimpanzees (Pan troglodytes) and 
21 gorillas (Gorilla gorilla) were screened for the presence of Helicobacter spp. After DNA 
extraction, a genus-specific PCR was performed, amplifying part of the 16S rRNA gene. In 
wild gorillas of the Central African Republic, Helicobacter DNA was detected both in 
unhabituated and human-habituated wild animals. In wild, unhabituated chimpanzees from 
Guinea Bissau and wild but human-habituated chimpanzees from Uganda, Helicobacter DNA 
could be detected in the majority of animals. Also chimpanzees housed in sanctuaries in both 
Cameroon and Kenya were often Helicobacter-positive. A selection of Helicobacter-positive 
samples from all groups was used for species identification by cloning and sequencing. 16S 
rRNA gene sequences with high similarity to that of H. trogontum, H. typhlonicus, H. 
ganmani and H. rodentium were observed in gorillas. For all groups of chimpanzees, the vast 
majority of obtained 16S rRNA gene sequences showed 99% similarity with H. fenelliae/H. 
cinaedi. Finally, a number of gorillas and chimpanzees also tested positive using a primer set 
designed to amplify part of the urease A and B genes of gastric helicobacters. Sequence 
analysis of all PCR products revealed a similarity of 86% or less with urease gene sequences 
of known gastric helicobacters, suggesting these bacteria constitute a new Helicobacter 
taxon/species. Besides a possible risk for the endangered species themselves, a possible 
zoonotic role of these gastric and enterohepatic helicobacters should be considered.  
 
